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System geography of the skeleton shrimp Caprella scaura sensu lato
(Crustacea, Amphipoda) by mtDNA molecular analysis

Yoshio Tani* and Masaki Sakaguchi **

Abstract: We collected 142 specomems of Caprella scaura Templeton, 1836 sensu
lato (Crustacea, Amphipoda, Caprellidae) from 2012 through 2014 at fishing port
and yacht harbor of 39 localities of Honshu (Mainland of Japan), Shikoku and
Kyushu, and the gene analyses of mtDNA of these samples show 95 haplotypes.
From molecular genealogical tree, the Japanese C. scaura can be divided into 4
clades (Al, A2, A3 and B). The Al and A2 groups have inhabited in the temperate
sea, the A3 group has inhabited in the cool temperate sea, Al, A2 and A3 groups
are endemic in Japan. The B group has inhabited in the sub-tropical sea.
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11 HS2 | JRE IR (=1 HS2 n=3 33
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